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1. TnAAbs are not specific to the cTnI per se but instead to the structural

epitopes formed by cTnI and cTnT polypeptide chains

2. The effect of TnAAbs on cTnI measurements is less pronounced in AMI

blood samples than in the samples with spiked ternary cTnI-cTnT-TnC

complex

3. The negative effect of TnAAbs on cTnI measurements is more

noticeable in the early AMI samples (first few hours after the event) rather

than in the late AMI samples
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